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+enscode: varchar (40)
+modified: date
+description: text

alnFiles

+filename: varchar(200)
| sliceID: int

slice

+beginPos: int

+endPos: int

{ id: int

+geneName: varchar (255)

+revComplement: int
seqgID: int

L— +tenscode: varchar (40)
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+Pos: Int
+Weight: Double
+Strand: Char (1)
id: int
regID: int
colID: int
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sliceID: int
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+species: varchar

+DBname: varchar
+name: varchar
id: int
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id: int
seqgID: int
cisID: int
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alnCols

+scoredelta: Double
id: int

— tfID: int

W cisID: int
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+name: varchar
+width: int
v id: int
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id: int
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